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Abstract

Targeted genome editing technology is becoming one of the most important genetic tools widely used
in plant pathology. In recent years, CRISPR (Clustered regularly interspaced short palindromic repeat)
and CRISPR-related proteins discovered in prokaryotes immune systems have been successfully used in
various genome editing tools due to their simplicity, high efficiency, and versatility. The CRISPR/Cas
system, with targeted, precise, and strong genome modification, has improved the crop and paved the way
for new methods of improving the genetic resistance of plants against plant diseases. This review
provides an overview of the CRISPR/Cas9 system, derived tools, and their applications in plant
pathology. Also, the creation of resistance against bacterial, fungal, and viral pathogens in the host using
CRISPR/Cas-based tools is described and the limitations of the CRISPR-Cas9 system, the regulation of
products edited with CRISPR-Cas9, and the future of this technology are discussed.
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